Since the publication of this article, the authors have identified an error within Table 2 , namely that the AML subgroups listed at the bottom of the table were incorrect.
The correct table is shown here.
The article has also been rectified, and now carries the correct information.
The Publishers apologize for any inconvenience this has caused. 
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Total number of mutations identified for each mutated gene. b Significantly mutated genes identified by The Cancer Genome Atlas Research network (TCGA). 
